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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 
Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, 703-308-4212. 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

http://www.uspto.gov/web/offices/pac/checker/chkr41note.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documeDts.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to (EFFECTIVE 12/01/2003): 

U.S. Patent and Trademark Office, Box Sequence, CustomerWindow, Lobby, Room 1.B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 * , / 

4. Federal Express, United Parcel Service, or otr!e7~delivery semc^toTjJ:SrPatenrand-Trademark Office; 

Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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ERROR DETECTED 
ATTN: NEW RULES CASES: 



Wrapped Nucleics 
Wrapped Aminos 



11 



SUGGESTED CORRECTION SERIAL NUMBER: 

: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 
was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping." 



Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 



3 Misaligned Amino 

Numbering 

4 Non-ASCII 



Variable Length 



6 Patentin 2.0 

"bug" 



7 Skipped Sequences 

(OLD RULES) 



The numbering under each 5 th amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission^ saved in ASCII text. 

Sequence(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentin version 2.0 has caused. the <220>-<223> section to be missing from amino acid 

sequences(s) . Normally, Patentin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
. (i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 



8 Skipped Sequences Sequence(s) 

(NEW RULES) 



missing. If intentional, please insert the following lines for each skipped sequence. 



9 Use of n's or Xaa's 

>JEW RULES) 




10 J Invalid <2I3> 
Response 



Use of<220> 



<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <2I3> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 

Sequence(s) missing the <220> "Feature" and asspciated numeric identifiers and responses. 

-lise-nf <220> to <-22^>-is-MANDA-TQR-Y-if^213^:Qrganism ft res ponse-is "Xrtificial Sequence" or 



12 Patentin 2.0 

"bug- 



unknown." Please explain source of genetic material in <?20> to <223> section. 
(SeeJT^ral Register " 06T0I/J998, Vol. 63, No. 104, pp. 2963J02) SSec. 1.823 of Sequence Rules) 
- • • 

Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "Jiile.&laaager" or any other manual means to copy file to floppy disk. 



1 3 Misuse of n/Xaa . "n" can only represent a single nucleotide ; "Xaa" can only represent a single amino acid 



/iMC - Biotechnology Systems Branch - 09/09/2003 



1600 



RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/09/647 , 946 TIME: 

Input Set : A:\SEQ-APP.txt 

Output Set: N:\CRF4\10292003\l647946.raw 



10/29/2003 
10:00:17 



3 <110> APPLICANT: Brunham, Robert C 

4 University of Manitoba 

6 <120> TITLE OF INVENTION: DNA IMMUNIZATION AGAINST CHLAMYDIA INFECTION 
FILE REFERENCE: 1038-1094 MIS:jb 
CURRENT APPLICATION NUMBER: 09/647,946 
CURRENT FILING DATE: 2000-12-06 
PRIOR APPLICATION NUMBER: PCT/CA99/00292 
PRIOR FILING DATE: 1999-04-07 
PRIOR APPLICATION NUMBER: 09/055,765 
PRIOR FILING DATE: 1998-04-07 
NUMBER OF SEQ ID NOS : 17 
SOFTWARE: Patent In Ver. 2.0 
SEQ ID NO: 1 
LENGTH: 393 
TYPE: PRT^. — 
ORGAN ISM S^ajrii n o ac 



<120> 
8 <130> 

10 <140> 

11 <141> 

13 <150> 

14 <151> 

16 <150> 

17 <151> 
19 <160> 
21 <170> 

23 <210> 

24 <211> 

25 <212> 

26 <213> 
29 <400> SEQUENCE: 




Does Not Comply 
Corrected Diskette Needed 



31 


Met 


Lys 


Lys 


Leu 


Leu 


Lys 


Ser 


Val 


Leu 


Val 


Phe 


Ala 


Ala 


Leu 


Ser 


Ser 


32 


1 








5 










10 










15 




34 


Ala 


Ser 


Ser 


Leu 


Gin 


Ala 


Leu 


Pro 


Val 


Gly 


Asn 


Pro 


Ala 


Glu 


Pro 


Ser 


35 








20 










25 










30 






37 


Leu 


Met 


He 


Asp 


Gly 


He 


Leu 


Trp 


Glu 


Gly 


Phe 


Gly 


Gly 


Asp 


Pro 


Cys 


38 






35 










40 










45 








40 


Asp 


Pro 


Cys 


Thr 


Thr 


Trp 


Cys 


Asp 


Ala 


He 


Ser 


Met 


Arg 


Met 


Gly 


Tyr 


41 




50 










55 










60 










43 


Tyr 


Gly 


Asp 


Phe 


Val 


Phe 


Asp 


Arg 


Val 


Leu 


Lys 


Thr 


Asp 


Val 


Asn 


Lys 


44 


65 










70 










75 










80 


46 


Glu 


Phe 


Gin 


Met 


Gly 


Asp 


Lys 


Pro 


Thr 


Ser 


Thr 


Thr 


Gly 


Asn 


Ala 


Thr 


47 










85 










90 










95 




49 


Ala 


Pro 


Thr 


Thr 


Leu 


Thr 


Ala 


Arg 


Glu 


Asn 


Pro 


Ala 


Tyr 


Gly 


Arg 


His 


50 








100 










105 










110 






52 


Met 


Gin 


Asp 


Ala 


Glu 


Met 


Phe 


Thr 


Asn 


Ala 


Ala 


Cys 


Met 


Ala 


Leu 


Asn 


53 






115 










120 










125 








55 
56 


He 


Trp 

130 


Asp 


Arg 


Phe 


Asp 


Val 
13-5 


Phe 


Cys 


Thr 


Leu 


Gly 


Ala 


Ser 


Ser 


Gly 


58 


Tyr 


Leu 


Lys 


Gly 


Asn 


Ser 


Ala 


Ser 


Phe 


Asn 


Leu 


-1-4-0- 
Val 


Gly 


Leu 


Phe 


Gly 


59 


145 










150 










155 










160 


62 


Asp 


Asn 


Glu 


Asn 


Gin 


Ser 


Thr 


Val 


Lys 


Thr 


Asn 


Ser 


Val 


Pro 


Asn 


Met 


63 










165 










170 










175 




65 


Ser 


Leu 


Asp 


Gin 


Ser 


Val 


Val 


Glu 


Leu 


Tyr 


Thr 


Asp 


Thr 


Ala 


Phe 


Ser 


66 








180 










185 










190 






68 


Trp 


Ser 


Val 


Gly Ala 


Arg 


Ala 


Ala 


Leu 


Trp 


Glu 


Cys 


Gly 


Cys 


Ala 


Thr 



69 



195 



200 



205 
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7 1 Leu 


Gly 


Ala 


Ser 


Phe 


Gin 


Tvr 
i yx 


Ala 


Gin 


Ser 


Lys 


Pro 


Lys 


Val 


OIU OX LI 


72 


210 










215 










220 








74 Leu 


Asn 


Val 


Leu 


Cys 


Asn 


Ala 


A 1 pi 


Glu 


Phe 


Thr 


He 


Asn 


xiy o 




75 225 










230 










235 








240 


77 Gly 


Tvr 


Val 


Gly 


Gin 


pi n 


Php 




Leu 


Ala 


T .on 

XiG LL 


T 1 & 

IXC 


Al ^ 

rtX d 


PI \7 


1 I1X .riop 


78 








245 










25.0 










? S S 


80 Ala 


Ala 


Thr 


Gly 


Thr 


T ,\7C 

y 


Acn 


A 1 Pi 


Qpr 


IXC 


A 


lyr 


Son 


OX Li 


T rn Pin 
lip olil 


81 






260 










2 65 










?7D 

*L 1 U 




83 Ala 


Ser 


Leu 


Ala 


T .pi i 


Car 
O t. X 


lyr 


r\X y 


Leu 


Z\en 
nol 1 






Th r 

1 i IX 


L X (_/ 


Twr* Tl o 
i yx 11c 


84 




275 










o yj 










O Q S 






Qa a, 1 1 / 


veil 


Lys 


Trp 


C T 


71 r~ /~t 
rlX y 


a i ^ 


C o 
Oct 


Pho 
IT lit; 




Al p 
r\±. d 




i ni 


T 1 o 

lie 


7\ V*/-T T 1 d 

my lie 


P7 
o / 


_7 U 










OQC 
Z ;?0 










jUU 








QQ ala 


oin 


Pro 


Lys 


C Qr 


M.± d 


i nr 


/\ia 


Tl A 

i re 


irne 


Asp 


i nr 


i nr 


i nr 


Leu Asn 


90 305 










JlU 










jIj 










92 Pro 


Thr 


He 


Ala 


Gly 


7\ "1 -a 

/\ia 


oiy 


Asp 


vai 


Lys 


Ala 


Ser 


Ala 


P "1 n 

blU 


oiy bin 


93 








325 






















95 Leu 


Gly 


Asp 


Thr 


Met 


Gin 


He 


v ai 


Ser 


Leu 


bin 


Leu 


Asn 


Lys 


Met Lys 


96 






340 










O fi O 










^ s n 




98 Ser 


Arg 


Lys 


Ser 


Cys 


Gly 


He 


A 1 a 
Hid 


Vdl 


oiy 


Thr 


i nr 


ire 


v ai 


Asp /iia 


99 




355 










o /r n 










^ ^ r 






101 Asp 


Lys 


Tyr Ala 


Val 


Thr 


Val 


pi n 
olU 


i nr 


Arg 


Leu 


Tl 0 

lie 


Asp 


Pin 

bill 


Arg Ala 


102 


370 










375 










-ion 
joU 








104 Ala 


His 


Val 


Asn 


Ala 


Gin 


Phe 


rt.X y 
















* 105 385 










390 




















110 <210> SEQ ID NO 


: 2 






















111 <211> LENGTH: 394 






















112 <212> TYPE: 


PRT 
























113 <213> ORGANISE 


amino acid 


) 
















116 <400> SEQUENCE: 


"2 — 






















118 Met 


Lys 


Lys 


Leu 


Leu 


Lys 


Ser 


V dl 


Leu 


Val 


Phe 


Ala 


AT a 


Leu 




119 1 








5 










10 










1 R 

X J 


121 Ala 


Ser 


Ser 


Leu 


Gin 


Ala 


Leu 


xrX O 


V dl 


Gly Asn 


xrr O 


Ala 


Pin 
blU 


irxO Del 


122 






20 










£ D 










30 




124 Leu 


Met 


He 


Asp 


Gly 


He 


Leu 


irp 


PI n 


Gly 


Phe 


PI \7 


Gly 


Asp 




125 




35 










40 










45 






127 Asp 


Pro 


Cys 


Thr 


Thr 


Trp 


Cys 


A<5Ti 
ir 


A1 ^ 


He 


Ser 


Met 


Arg 


Met 


PI \7 T\;r 
ox y l y i 


128 


50 










55 










60 








130 Tyr 


Gly 


Asp 


Phe 


Val 


Phe 


Asp 


Arg 


Val 


Leu 


Lys 


Thr 


Asp 


Val 


Asn Lys 


131 65 










70 










75 








80 


133 Glu 


Phe 


Gin 


Met 


Gly 


Ala 


Lys 


Pro 


Thr 


Thr 


Thr 


Thr 


Gly 


Asn 


Ala Val 


134 








85 










90 










95 


136 Ala 


Pro 


Ser 


Thr 


Leu 


Thr 


Ala 


Arg 


Glu 


Asn 


Pro 


Ala 


Tyr 


Gly 


Arg His 


1.37 






100 










105 










110 




139 Met 


Gin 


Asp Ala 


Glu 


Met 


Phe 


~ThT 


""Asn 


-A-l-a 


A-l-a 


-Cys 


-Me-fc— A-l-a 


— Le.u_As.n 


140 




115 










120 










125 






142 He 


Trp 


Asp 


Arg 


Phe 


Asp 


Val 


Phe 


Cys 


Thr 


Leu 


Gly Ala 


Ser 


Ser Gly 


143 


130 










135 










140 








145 Tyr 


Leu 


Lys 


Gly Asn 


Ser 


Ala 


Ser 


Phe 


Asn 


Leu 


Val 


Gly 


Leu 


Phe Gly 



146 145 150 155 160 
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Output Set: N:\CRF4\10292003\l647946.raw 



1 A Q 
1 H O 


Asn 


7\ c? n 


n n 


/■io 1 1 


pi n 

OX 1 1 


1 1 IX 


Lys 


1 

V a X 


JCI 




PI \7 

biy 


AT ^ 
riX a 


IT IlC 


\/a 1 

v a J- 


Pro 


Asn 


1 4 Q 

JL *3 -? 










165 










170 










175 




1 CI 

101 


mer 


ber 


Leu 


Bon 

ASp 


bin 


C Q v~ 

OCX 


Vdl 


vdl 


PI n 
blU 


Leu 


iyr 


1 XIX 


Aon 


1 1 l-L 


Ala 


Phe 


1 R9 
1 Oz 








i ftn 

lOU 










IRS 

X O J 










1 QD 






1 R A 

104 


/\ia 


Trp 


Ser 


Vai 




Ala 


Arg 


AX a 


7\ 1 

nla 


Leu 


irp 


PI n 
blU 


P \7C 


PI \/ 
biy 




Ala 


1 R R 






1 QR 

X .7 D 










z u u 










90S 

Z. ^/ 








1 R*7 


i nr 


Leu 


p i \7 
biy 


Aia 


Cor 

oer 


.rne 


Pin 

bin 


T 1 w v 

iyr 


Hid 


PI n 

bin 


Q ^ T~ 


Lys 


P >" /-N 

IT X O 


Lys 


Ua 1 
v ai 


Glu 


IRQ 

loo 




9 1 n 
z 1 u 










9 1 R 
Z 1 0 










99 n 
z z u 










1 OU 


P 1 n 

blU 


Leu 


Asn 


v ai 


Leu 


^ys 


Asn 


Ala 


nla 


Pin 
ulu 


irne 


1 111 


T 1 o 

X Xti 


7\ o r 1 ! 




Pro 


1 CI 

1 bl 


9 9 R 
Z ZO 










9 

zou 










9 ^ R 
ZOO 










24 0 


1 DO 


Lys 


biy 


Tyr 


vax 


biy 


Lys 


P 1 n 

blU 


Leu 


Pro 


Leu 


Asp 


Leu 


i nr 


TV 1 

ai a 


P 1 V 

ox y 


Th r 

1 11X 


1 £ /I 
1 o4 










9 A R 
Z H 0 










9 r n 
zou 










9 R S 

Z J *J 




1 DO 


Asp 


Ala 


Ala 


Thr 


biy 


lnr 


Lys 


Asp 


Ala 


Ser 


i ie 


Asp 


Tyr 


Asn 


Pin 
blU 


irp 


lb/ 








9 

Z DU 










9 £R 
Z DO 










97 0 
z / u 






ioy 


Gin 


7\ 1 -i ' 

Ala 


Ser 


T i -i 

Leu 


Ala 


Leu 


Ser 


Tyr 


Arg 


Leu 


Asn 


jxie t 


pu ^ 

rne 


i nr 


rlO 


iyr 


1 /U 






o n r 
z / 0 










9 Q Pi 
Z O U 










9 ft R 

zoo 








1 1 Z 


lie 


Giy 


Val 


Lys 


Trp 


Ser 


Arg 


7\ "1 — 

Ala 


Ser 


rne 


Asp 


Aia 


Asp 


i nr 


Tip 
11c 


7\ r rr 

/ix y 


173 




o n a 

z yo 










O Q R 

z yo 










oUU 










1 /O 


He 


Ala 


bin 


Pro 


Lys 


Ser 


Ala 


Pin 

blU 


i nr 


ne 


rfie 


Asp 


vai 


i nr 


T 1 v 

i nx 


Leu 


1 / O 


305 










olU 










"5 1 R 
010 










^90 
oz u 


1 /o 


Asn 


Pro 


Thr 


He 


Ala 


biy 


Ala 


biy 


Asp 


vai 


Lys 


i nr 


oer 


Ala 


Pin 
oX U. 


PI \7 

biy 


i / y 










325 










jjU 










^ ^ R 

o o o 




lo 1 


Gin 


Leu 


Gly 


Asp 


Thr 


Met 


Gin 


T 1 _ 

lie 


val 


Ser 


Leu 


bin 


Leu 


Asn 


Lys 




TOO 

1 o z 








340 










"5 /I R 

Oft 0 










^ R fl 

o o u 






1 O A 

lo 4 


Lys 


Ser 


Arg 


Lys 


Ser 


Cys 


Gly 


lie 


Ala 


T 7 — i 1 

vai 


pi „ 
biy 


Thr 


i nr 


ne 


vai 


ASp 


1 O d 

loo 






355 










q a r\ 
O OU 










ore 
O DO 








187 


Ala 


Asp 


Lys 


Tyr 


Ala 


Val 


Thr 


Val 


Glu 


Thr 


Arg 


Leu 


T 1 n 

lie 


Asp 


P 1 n 

blU 


Arg 


1 o o 
loo 




370 










375 










-Don 
Oo u 










i y u 


Ala 


Ala 


His 


Val 


Asn 


Ala 


Gin 


Din q 

irne 


niy 


irne 














i yi 


385 










390 






















1 z? D 


<210> SEQ ID NO: 


: 3 
























iy / 


<211> LENGTH: 393 _ 
























i y o 


<212> TYPE: 


PRT, 


























1 QQ 

i y y 


<213> ORGANISI^: 


amino acid. 




















o n 9 
z u z 


<400> SEQUENCE?" 


























Z U ft 


Met 


Lys 


Lys 


Leu 


Leu 


Lys 


Ser 


Vdl 


Leu 


1 

val 




aia 

riX a 


Ala 


Leu 


Ser 


Ser 


9 n r 
z u o 


1 








5 










1 0 
X u 










15 




zU / 


Ala 


Ser 


Ser 


Leu 


Gin 


Ala 


Leu 


Pro 


val 


PI 

biy 


Asn 


Pro 


Ala 


Glu 


Pro 


Ser 


208 








20 










25 










30 






210 


Leu 


Met 


He 


Asp 


Gly 


He 


Leu 


Trp 


Glu 


Gly 


Phe 


Gly 


Gly 


Asp 


Pro 


Cys 


211 






35 










40 










45 








213 


Asp 


Pro 


Cys 


Thr 


Thr 


Trp 


Cys 


Asp 


Ala 


He 


Ser 


Met 


Arg 


Met 


Gly 


Tyr 


214 




50 










55 










60 










-21-6- 


"Tyr" 


-G±y— Asp- 


-Phe- 


-V-a-1- 


-P-he- 


-Asp- 


-A-rg- 


-Va-1- 


-Leu- 


-Gin. 


_TJir_ 


_Asp 


Val 


Asn 


Lys 


217 


65 










70 










75 










80 


219 


Glu 


Phe 


Gin 


Met 


Gly Ala 


Lys 


Pro 


Thr 


Ala 


Thr 


Thr 


Gly Asn Ala Ala 


220 










85 










90 










95 




222 


Ala 


Pro 


Ser 


Thr 


Cys 


Thr 


Ala 


Arg 


Glu 


Asn 


Pro 


Ala 


Tyr 


Gly Arg 


His 


223 








100 










105 










110 
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225 


Met 


Gin 


Asp ■ 


Ala 


Glu 


Met 


Phe 


Thr 


Asn 


Ala 


Ala 


T\/r 


Met 


Ala 


Leu 


Asn 


226 






115 










120 










125 








228 


lie 


Tro 


Asp 


Arg 


Phe 


Asp 


Val 


Phe 


Cys 


Thr 


Leu 


Pl V 


Ala 


Thr 


Ser 


Gly 


229 




130 










135 










140 

X *i V> 










231 


Tvr 


Leu 


Lys 


Gly 


Asn 


Ser 


Ala 


Ser 


Phe 


Asn 


Leu 


Va 1 

V Cl X 


Gly 


Leu 


Phe 


Gly 


232 


145 










150 










155 










160 


234 


Asp 


Asn 


Glu 


Asn 


Gin 


Ser 


Thr Val 


Lys 


Lys 


Asp 


Al p 


Val 


Pro 


Asn 


Met 


235 










165 










170 










175 




237 


Ser 


Phe 


Asp 


Gin 


Ser 


Val 


V d X 


pi n 


Leu 


Tvr 
i yx 


Thr 


flcn 


Thr 


Thr 


Phe 


Ala 


238 








180 










185 










1 90 






240 


Trn 


Ser 


Val 


Gly 


Ala 


Arg 


Al a 


Ala 


JjC li 


Trr> 


PI n 

OX Li 




pi w 

oxy 




Al a 
rlX a. 


Th r 

1 1 IX 


241 






195 










£ u u 










205 








243 


Leu 


Gly 


Ala 


Ser 


Phe 


pi n 


Twr 

iyr 


Al a 
nld 


pi n 




Ly s 




xj y o 


\/a 1 

V cl X 


PI n 
ox u. 


PI n 
ox u. 


244 

4. *i H 




210 










91 R 










99(1 










94 


T.pn 
XiC? Li 


noil 


v a J. 


T .on 
lie u 




7\ q n 


Ala 


Al a 


PI n 
O -L u. 


Jrilci 


Th r 

i nr 


lie 


rlol 1 


Lys 


Dm 


Lys 


247 


225 










230 










9^R 
^ j j 










94 0 




pi v 

ox y 


i yr 


v ai 




J-jy O 


U1U. 


rne 


Pro 


T <an 
XjCU. 


7\ o >-> 


Leu 


Th r* 
1 11 X 


A 1 a 
rYx d 


biy 


Th r 
1 Xlx 


nop 


250 










24 5 










9 RD 










9 R R 




252 


Ala 


Al a 

r\-L a 


Thr 

X 11 JL 


PI \7 


Thr 

1 liX 




Asp 


7\ 1 -a 

ax a 


Cor 


Tip 
X X fcr 


A cn 
nbp 


iyr 


Aon 


Pin 


T rn 

i rp 


PI n 


253 








2 60 










265 










970 






255 


Ala 




JUG LI 


Alp 


Jueu 


Cpv- 


Tyr 


Arg 


Leu 


A cn 
noil 


Mai- 
ne I. 


Pho 


Th y~ 
1 11X 


riu 


iyr 


T 1 o 
11c 


256 






275 










z o U 










9R R 

/L (J -U 








9 RR 


pi v 

ox _y 


Va 1 


Lys 


Trn 
ir P 




Am 


Ala 




Pho 


nop 


Ala 




i nr 


Tip 

lie 


TV y~rt 

rirg 


Tift 

lie 


259 




9Qn 










295 




















9 fil 


Al a 


pi n 

OXI 1 


P m 

t JL (J 


Lys 


L6U 


Al a 
rid. d 


Thr 


Ala 


Tl Q 

i le 




/\sp 


T"h v 

i nr 


i nr 


x nr 


Leu 


Asn 


262 


305 










^1 0 

*J J-KJ 










"31 R 
Jl J 










^9 fl 
o z u 


iO U 4 


Pro 


Thr 


He 


Ala 


Gly 


Al a 
rlX cl 


Gly 


PI n 


\7a 1 

v a x 


Lys 


Al a 


Zi c r*i 


Ala 


Pin 
LjIU 


P 1 \7 

biy 


oin 


96R 










325 










jjU 










^ ^ R 
J j j 




267 


Leu 


Gly 


Asp 


Thr 


Met 


Gin 


He 


V Cl X 


C o T 
O fc: 1 


Leu 


pi n 


L6U 


Aon 


Lys 


Mot- 


Lys 


268 








340 










34 5 
















270 


Ser 


Arg 


Lys 


Ser 


Cys 


Gly 


He 


Ala 
Hid 


Val 


Gly 


Thr 


Thr 


He 


Val 


Asp 


Ala 


Z /l 






355 










360 










365 








273 


Asp 


Lys 


Tyr 


Ala 


Val 


Thr 


Val 


Glu 


Thr 
j- nx 


Arg 


Leu 


T 1 ^ 


A <=sr> 


P,l n 


A r rr 


Al a 
rtx ct 


274 




370 










375 










J U v 










276 


Ala 


His 


Val 


Asn 


Ala 


Gin 


Phe 


Arg 


Phe 
















277 


385 










390 






















281 


<210> SEQ ID NO: 


: 4 
























282 


<211> LENGTH: 393 
























283 


<212> TYPE: 


PRT 


























284 


<213> ORGANISI^f 


arffG.no acifj^ 




















287 


<400> sequenceV 


























289 
"290- 


Met 

1- 


Lys 


Lys 


Leu 


Leu 
5 


Lys 


Ser 


Val 


Leu 


Val 
10 


Phe 


Ala 


Ala 


Leu 


Ser 
15 


Ser 


292 


Ala 


Ser 


Ser 


Leu 


Gin 


Ala 


Leu 


Pro 


Val 


Gly Asn 


Pro- 


-A-l-a- 


-Gl-u- 


-Pr-o- 


-Ser 


293 








20 










25 










30 






295 


Leu 


Met 


He 


Asp 


Gly 


He 


Leu 


Trp 


Glu 


Gly 


Phe 


Gly 


Gly Asp 


Pro 


Cys 


296 






35 










40 










45 








298 


Asp 


Pro 


Cys 


Thr 


Thr 


Trp 


Cys 


Asp 


Ala 


He 


Ser 


Met 


Arg 


Met 


Gly 


Tyr 


299 




50 










55 










60 
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RAW SEQUENCE LISTING DATE: 10/29/2003 

PATENT APPLICATION: US/09/647,946 TIME : - 10 : 00 : 17 

Input Set : A:\SEQ-APP.txt 

Output Set: N:\CRF4\10292003\l647946.raw 

301 Tyr Gly Asp Phe Val Phe Asp Arg Val Leu Glu Thr Asp Val Asn Lys 

302 65 70 75 80 

304 Glu Phe His Met Gly Ala Lys Pro Thr Ser Thr Thr Gly Asn Ala Thr 

305 85 90 95 

307 Ala Pro Thr Thr Leu Thr Ala Arg Glu Asn Pro Ala Tyr Gly Arg His 

308 100 105 110 

310 Met Gin Asp Ala Glu Met Phe Thr Asn Ala Ala Cys Met Ala Leu Asn 

311 115 120 125 

313 lie Trp Asp Arg Phe Asp Val Phe Cys Thr Leu Gly Ala Thr Ser Gly 

314 130 135 140 

316 Tyr Leu Lys Gly Asn Ser Ala Ser Phe Asn Leu Val Gly Leu Phe Gly 

317 145 150 155 160 

319 Asp Asn Glu Asn Gin Lys Thr Val Lys Ala Glu Ser Val Pro Asn Met 

320 165 170 175 

322 Ser Phe Asp Gin Ser Val Val Glu Leu Tyr Thr Asp Thr Thr Phe Ala 

323 180 185 190 

325 Trp Ser Val Gly Ala Arg Ala Ala Leu Trp Glu Cys Gly Cys Ala Thr 

326 195 200 205 

328 Leu Gly Ala Ser Phe Gin Tyr Ala Gin Ser Lys Pro Lys Val Glu Glu 

329 210 215 220 

331 Leu Asn Val Leu Cys Asn Ala Ala Glu Phe Thr lie Asn Lys Pro Lys 

332 225 230 235 240 

334 Gly Tyr Val Gly Lys Glu Phe Pro Leu Asp Leu Thr Ala Gly Thr Asp 

335 245 250 255 

337 Ala Ala Thr Gly Thr Lys Asp Ala Ser lie Asp Tyr Asn Glu Trp Gin 

338 260 265 270 

340 Ala Ser Leu Ala Leu Ser Tyr Arg Leu Asn Met Phe Thr Pro Tyr lie 

341 275 280 285 

343 Gly Val Lys Trp Ser Arg Ala Ser Phe Asp Ala Asp Thr lie Arg lie 

344 290 ' 295 ' 300 

34 6 Ala Gin Pro Lys Ser Ala Thr Ala lie Phe Asp Thr Thr Thr Leu Asn 
347 305 310 315 320 

34 9 Pro Thr He Ala Gly Ala Gly Asp Val Lys Thr Gly Thr Glu Gly Gin 
350 325 330 335 ■ 

352 Leu Gly Asp Thr Met Gin He Val Ser Leu Gin Leu Asn Lys Met Lys 

353 340 345 350 

355 Ser Arg Lys Ser Cys Gly lie Ala Val Gly Thr Thr He Val Asp Ala 

356 355 360 365 

358 Asp Lys Tyr Ala Val Thr Val Glu Thr Arg Leu He Asp Glu Arg Ala 

359 370 375 380 

361 Ala His Val Asn Ala Gin Phe Arg Phe 

362 385 390 

367 <2 10> SEQ ID NO: 5 _ 

368 <2Tl~EENGTH—3-9-4 — / th e Sequence 



The types 

\ — / the ^gne riCe L*sting. i ^ 



369 <212> type: PB^pT J sequences tor suTutaretrofs. 

370 <213> ORGANISM: amino aci^ 
372 <400> SEQUENCE 

374 Met "Lys Lys Leu Leu Lys Ser Val Leu Val Phe Ala Ala Leu Ser Ser 

375 1 5 10 15 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 10/29/2003 

PATENT APPLICATION: US/09/647,946 TIME: 10:00:18 

Input Set : A:\SEQ-APP.txt 

Output Set: N:\CRF4\10292003\l647946.raw 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 



Seq# 


: 1 




Line { s ) 


Seq# 


: i 




Line ( s ) 


Seq# 


: 2 




Line ( s ) 


Seal 


: 2 




Line ( s ) 


Seal 


: 2 




Line ( s ) 


Seal 


: 2 




Line ( s ) 


Spal 


: 3 




Line ( s ) 


<}orrl 






T . "1 no ( q \ 


^oal 
oc vJ tr 






T . i np ( a\ 


Worrit 






T . t no / o \ 
JjXJIC \ o ^ 




• 4 




Line ( s ) 




• 4 




J_iJ_l.lt: ^ -_> ^ 




• 4 




T . i no f q ^ 


9^rrl 


• 4 




i_i_L- it. ^ ) 








Line ( s ) 




. -J 




Line ( s ) 




:5 




Line ( s ) 




:5 




Line ( s ) 




:6 




Line ( s ) 




:6 




Line ( s ) 




:6 




T . "1 no ( q ^ 


^orr£ 


:7 




Line ( s ) 




:7 




Line ( s ) 




:7 




Line ( s ) 




:8 




L_l ne ( s ) 




:8, 




Line ( s ) 




:8 




Line ( s ) 


Seal 


:9, 




Line ( s ) 


Seq# 


:9 t 




Line ( s ) 


Seq# 


: 9, 




Line (s) 


Seq# 


:10; 


Line (s 


Seq# 


:10; 


Line (s 


Seq# 


:10; 


Line (s 


Seq# 


:11; 


Line (s 


Seq# 


:11; 


Line (s 


Seq# 


:11; 


Line (s 


Seq# 


:12; 


Line (s 


Seq# 


:12; 


Line (s 


Seq# 


:12; 


Line (s 


Seq# 


:13; 


Line (s 


Seq# 


:13; 


Line (s 


Seq# 


:13; 


Line (s 


Seq# 


:14; 


Line (s 



II, 58, 59, 62, 65, 66, 67, 68, 69, 71, 72, 74, 
86,87, 8 8, 8 9, 90, 91, 92, 93, 95, 96, 98, 99, 

III, 112, 113, 114, 116, 118, 119, 121, 122, 
139, 14 0, 142, 14 3, 145, 14 6, 148, 14 9, 151, 
161, 163, 164, 166, 167,169, 170, 172, 173, 
182, 184, 185, 187, 188, 190, 191, 196 
197,198,199,200,202,204,205,207,208, 
219,220,222,223,225,22 6,228,229,231, 
241,243,244,24 6,247,24 9,250,252,253, 
2 64,2 65,267,2 68,270,271,273,274,27 6, 
282, 283,284,287, 28 9,290,292, 293, 295, 
305, 307,308,310, 311, 313,314, 31.6,317, 
328,329,331,332,334,335,337,338,34 0, 
350,352,353,355,356,358,359,361,362, 
368, 369, 370, 372, 374, 375, 377, 378, 380, 
390, 392, 393, 395, 396, 398, 399, 401, 402, 
413, 414, 416, 417, 419, 420, 422, 423, 425, 
435, 437, 438, 440, 441, 443, 444, 446, 447, 
453, 454, 455, 458, 4 60, 4 61, 4 63, 4 64, 4 66, 
4 7 6, 4 78, 4 7 9, 481, 4 82, 4 84, 4 85, 4 87, 4 90, 
502, 505, 506, 508, 509, 511 , 512 , 514 , 517 , 
538, 539, 540, 542, 54 4, 54 6, 54 9, 552, 555, 
574, 57 6, 577,579, 580, 582, 585, 588, 591, 
612, 615, 618, 621, 623 

624, 625, 626, 629, 631, 634, 637, 640, 64 3, 
664, 667, 670, 673, 67 6, 679, 682, 685, 688, 
710 

711,712,713,716,718,721,724,727,730, 
751,754,757,7 60,763,7 66,7 69,772,775, 
796 

797,7 98,799,801,803,806,809,810,812 
827,830,833,836,839,842,84 5,848,851 
869,872,875,880 

881,882,883,887,88 9,8 92,8 95,898, 901 
919, 922, 925, 928, 931, 934, 937, 940, 943 
961, 966 

967, 968, 969, 972, 974, 977, 980, 983, 986 
1004, 1007, 1010, 1013, 1016, 1019, 1022, 
1037, 1040, 104 3, 104 6, 1053 
1054, 1055, 1056, 1058, 1059, 1061, 1064, 
~l"0T971W27T0-8-5rr^ 
1112, 1115, 1118, 1121, 1124, 1127, 1130, 
1139, 114 0, 1141, 114 4, 114 6, 114 9, 1152, 



75,77,78,81,82,83,84,85 
100, 101, 102, 103, 104, 110 
123, 124, 127, 130, 133, 136 
152, 154, 155, 157, 158, 160 
175, 176, 178, 179, 180, 181 



210,211, 
232,234, 
255,256, 
277, 281 
296, 298, 
319, 320, 
341, 343, 
367 

381, 383, 
404, 405, 
426, 428, 
452 

467, 469, 
493, 494, 
520, 523, 
558, 561, 
594, 597, 



213,214,216,217 
235,237,238,240 
258,259,261,262 

299, 301, 302, 304 
322, 323, 325, 326 
344, 346, 347, 349 

384, 386, 387, 389 
407, 408, 410, 411 
429, 431, 432, 434 

470, 472, 473, 475 
496, 497, 499, 500 
526,529,532,537 
564, 567, 570, 573 
600, 603, 606, 609 



64 6, 64 9, 652, 655, 658, 661 
691, 694, 697, 700, 703, 707 

733,736,739,742,745,748 
778,781,784,787,790,794 

,813,815,818,821,824 
,854,857,860,863,866 

, 904,907, 910,913,916 
,946,949, 952,955,958 

, 989, 992, 995, 998, 1001 
1025, 1028, 1031, 1034 

1067,1070,1073,1076 

-1-1-0 0-,-il-03.,_1.1.0.6. / _l.l 09 

1133, 1136, 1138 
1155, 1158, 1161, 1164 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/647,946 



DATE: 10/29/2003 
TIME: 10:00:18 



Seq#:14; Line(s) 

Seq#:14; Line(s) 

Seq#:15; Line(s) 

Seq#:15; Line(s) 

Seq#:15; Line(s) 

Seq#:16; Line(s) 

Seq#:17; Line(s) 



Input Set : A:\SEQ-APP.txt 

Output Set: N:\CRF4\10292003\I647946.raw 

1167, 1170, 1173, 117 6, 1179, 1182, 1185, 1188, 1191, 1194 , 1197 

1200, 1203, 1206, 1209, 1212, 1215, 1218, 1225 

1226, 1227, 1228, 1230, 1231, 1233, 1236, 1239, 1242, 124 5, 1248 

1251, 1254, 1257, 1260, 1263, 12 66, 1269, 1272, 1275, 1278, 1281 

1284, 1287, 1290, 1293, 1296 , 1299, 1302, 1305, 1309 

1310, 1311, 1312, 1315, 1320, 1321 

1322, 1323, 1324, 1327 
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VERIFICATION SUMMARY DATE: 10/29/2003 

PATENT APPLICATION: US/09/647,946 TIME: 10:00:18 



Input Set : A:\SEQ-APP.txt 

Output Set: N:\CRF4\10292003\l647946.raw 
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